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Role of IncRNA RMRP in the proliferation and apoptosis of endometrial carcinoma cells through JAK/STAT
signaling pathway

FANG Qiu-man, DENG Qing-chun,ZHOU Xiao-fei, HUANG Cong-mei
of Hainan Medical College , Haikou Hainan 570311, China)

(Department of Gynecology, Second Affiliated Hospital

Abstract: Objective To investigate the biological function and main molecular mechanism of long noncoding RNA RMRP (IncRNA
RMRP) in endometrial carcinoma. Methods The specimens of carcinoma tissues and adjacent tissues of 30 patients with endometrial carcinoma
who received surgical treatment in our hospital were collected. RT-qPCR was used to detect the expression of IncRNA RMRP in endometrial
carcinoma tissues and adjacent tissues, and HESC cells and HEC-1-A cells. The endometrial carcinoma cell line HEC-1-A was cultured in
vitro, and the Vector,pcDNA-RMRP,NC-siRNA , RMRP-siRNA , NC mimic, miR-580-3p mimic, pcDNA-RMRP+NC mimic, pcDNA-RMRP+
miR-580-3p mimic, RMRP-siRNA+Vector, RMRP-siRNA+pcDNA-JAK2, NC inhibitor, and miR-580-3p inhibitor were transfected into
HEC-1-A cells as the Vector group, the pcDNA-RMRP group, the NC-siRNA group, the RMRP-siRNA group, the NC mimic group, the
miR-580-3p mimic group, the pcDNA-RMRP+NC mimic group, the pcDNA-RMRP+miR-580-3p mimic group, the RMRP siRNA+Vector
group, the RMRP-siRNA+pcDNA-JAK2 eroup, the NC inhibitor group, and the miR-580-3p inhibitor group respectively. RT-qPCR was used
to detect the expression of IncRNA RMRP and miR-580-3p in cells. CCK-8 was used to detect cell proliferation rate. The apoptosis rate was
detected by flow cytometry analysis. Bioinformatics software and dual luciferase reporter gene experiment were used to predict and verify the
targeted relationships between miR-580-3p and IncRNA RMRP, as well as miR-580-3p and JAK2. Western blot was used to detect the
protein expression of JAK/STAT signaling pathway. Results Compared with adjacent tissues, IncRNA RMRP was highly expressed in
endometrial carcinoma tissues (P<0.05). Compared with HESC cells, the expression of IncRNA RMRP in HEC-1-A cells was significantly
increased (P<0.05). pcDNA-RMRP significantly promoted cell proliferation and inhibited cell apoptosis, while RMRP-siRNA significantly
inhibited cell proliferation and promoted cell apoptosis, with statistically significant diferences (P<0.05). miR-580-3p was the downstream
target miRNA of IncRNA RMRP, and IncRNA RMRP could negatively regulate the expression of miR-580-3p. JAK2 was the downstream
target gene of miR-580-3p, and miR-580-3p could negatively regulate the expression of JAK2 protein. pcDNA-RMRP significantly increased
the protein levels of JAK2, p-JAK2 and p-STAT3 in the cells, while co-transfection of pcDNA-RMRP and miR-580-3p mimic significantly
decreased the protein levels of JAK2, p-JAK2 and p-STAT3, with statistically significant diferences (P<0.05). RMRP-siRNA could signifi-
cantly reduce the protein levels of JAK2, p-JAK2 and p-STAT3 in cells. After co-transfection of RMRP-siRNA and pcDNA-JAK2, the protein
levels of JAK2, p-JAK2 and p-STAT3 were significantly increased, with statistically significant diferences (P<0.05). In addition,
co-transfection of RMRP-siRNA and pcDNA-JAK2 increased cell proliferation and decreased cell apoptosis, with statistically significant
diferences (P<0.05). Conclusion Knockdown of IncRNA RMRP could inhibit endometrial carcinoma cell proliferation and promote cell
apoptosis by regulating JAK2/STAT3 signaling pathway , which might be a potential therapeutic target for endometrial carcinoma.

Keywords: long noncoding RNA RMRP; endometrial carcinomaj; proliferation; apoptosis; JAK/STAT signaling pathway
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